Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.028; wR factor = 0.077; data-to-parameter ratio = 12.9.
Related literature
For a related structure, see: Necefoglu et al. (2001) .
Experimental
Crystal data [Zn(C 7 Table 1 Hydrogen-bond geometry (Å , ). common bacterial strains is to be investigated. Selected geometric parameters are listed in Table 1 . As shown in Fig. 1, (I) is a mononuclear neutral zinc(II) complex in which the carboxylate group exhibits a monodentate coordination mode. By contrast, in the mononuclear zinc complex of diaquabis (benzoato)zinc(II), each carboxylate ligand forms a primary and a secondary Zn-O bond (Necefoglu et al., 2001) . The Zn ion in (I) is coordinated by two O atoms from two monodentate benzoate ligands (O1 and O3), two N atoms from the 1,10-phenanthroline ligand (N1 and N2) and one O atom from the water molecule (O5), and exhibits distorted trigonal-bipyramidal coordination. The trigonal base plane is defined by atoms N1, O1 and O5, and atoms O3 and N2 occupy the axial positions [O3-Zn-N2 =146.91 (5)°]. A strong intermolecular hydrogen bond exists, involving uncoordinated atom O4 of the carboxylate group as an acceptor and atom O5 as a donor (Table 2) , resulting in the formation of a dimer (Fig. 2) . There is also an intramolecular hydrogen bond between the other H atom of the water molecule and uncoordinated atom O2 of the other carboxylate group (Table 2) . 
D-HÁ

Experimental
Refinement
H atoms on C atoms were positioned geometrically refined using a riding model with C-H=0.93-0.96ÅandU iso (H) = 1.2U eq (C),The water H atoms were located in difference density Fourier maps and refined using a riding model with O-H=0.82Åand U iso (H) = 1.5U eq (C). 0.0459 (9) 0.0379 (9) 0.0469 (9) −0.0105 (7) 0.0137 (7) 0.0091 (7) N1 0.0360 (9) 0.0313 (9) 0.0347 (9) 0.0013 (7) 0.0180 (8) 0.0012 (7) O4 0.0547 (10) 0.0523 (9) 0.0371 (8) 0.0132 (7) 0.0282 (8) 0.0134 (7) N2 0.0316 (9) 0.0352 (9) 0.0341 (9) 0.0006 (7) 0.0167 (7) 0.0031 (7 
